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Taiwan Accreditation Foundation

Certification Accreditation
(Certificate No : L3182-220114)

This is to certify that

Phalanx Biotech Group
Central Lab
4F., No. 66, Shengyi 5th Rd., Zhubei City, Hsinchu County 302041, Taiwan (R.0.C.)

is accredited in respect of laboratory

Accreditation Criteria - ISO/IEC 17025:2017 ; CNS 17025:2018

Accreditation Number - 3182

Originally Accredited -  Tanuary 05, 2016

Effective Period - January 30, 2022 to January 29, 2025

Accredited Scope - Testing Field, see described in the Appendix

A Ching-Chang Lien
Scan to verify President, Taiwan Accreditation Foundation
January 14, 2022

PI, total 2 pages
The Appendix forms an integral part of this Certificate, which shall be invalid when use without the Appendix




Certificate No : 1L3182-220114

Accreditation Number : 3182
Laboratory Head : KUO, Yung-Bin

0 14. 08 Biological Science and Technology

Human genomic DNA

B999 Human genomic DNA copy number variation analysis

In-house method (Document No.: L.3-2-001)

1. The 23 pairs of chromosomes in human. (chromosomal microarray analysis cannot detect
euploidy, balance translocation, uniparental disomy (UPD), low-level mosaicism, the
regions without probes coverage and point mutations).

2. The results are determined in accordance with human gene database by International
Standards for Cytogenomic Arrays Consortium (ISCA), the online catalog of human genes
and genetic disorders (OMIM), and the latest publications.

Approval Signatory: LIN, Shang-Chi; HSU, Jen-Chieh; KUO, Li-Wei; LIAO, Chih-Wei
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